Determining relatedness between South African and Australian Merino populations according to a
genomic relationship matrix and its principal components
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° ] ] Figure 1 — Relatedness across populations calculated from the mean of the Figure 2 — The first (PC1) and second (PC2) principal components of the GRM with animals identified by flock and
Recent acrOSS-COuntry links were all In the off-diagonal of the GRM country of origin.

Cradock flock

® Four Australian sires were used in 1988, 2 @R®0]ale[VS[6]aE
IN 1996 and 2 Ultrafine rams in 2002-2003

® The relatedness among Merinos by country and subpopulation expanded knowledge of within-breed genetic variation
® The Cradock — Ultrafine comparison indicated that few recent genetic links could increase overall relatedness
® Research In across-country genomic prediction is recommended
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