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Background: Psychogenic nonepileptic seizures (PNES) are paraxysmal
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Methods: We have conducted a multi-site PNES GWAS meta-analysis, which
is also the first PNES GWAS reported to date. Using LDSC, we calculated the heritability of PNES to be 0072 (SE = 0.0008). 6 SNPs exceeded genome-wide
Results: PNES has a heritability of 7.2% and 6 SNPs exceeded genome-wide significance threshold - rs35250557 (associated gene SYN3), rs187064156 , rs74182007 (associated gene
significance, including the neuronal gene SYN3. LINCO1730), rs3121800, rs73005268, and rs78997133. SYN3 encodes neuronal phosphoproteins and has
Conclusions: We determined the narrow sense heritability of PNES and previously been associated with several neuropsychiatric diseases, including visual epile psy and schizophrenia.
identified variants and genes associated with PNES.
Figure 1: Manhattan plotof PNES meta analysis p-values Figure 2: QQ plot of PNE S meta-analysis pvalues
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Psychogenic nonepileptic seizures (PNES) are paroxysmal episodes clinically § . :
similar to epileptic seizures with no aberrant brain signaling. PNES is related 4 .
to psychiatric distress and around 75% are female. ' N
We recently developed an algorithm (Figure 1) to characterize the clinical | od
epidemiology of a PNES patient population observed at Vanderbilt University 1 2 3 64 5 6789 11 11 18N . - - o
Medical Center (VUMC; 0.14% prevalence ). We corroborated previously Pran— Lapectes - t0g,4p)
reported and identified novel associations, including post-traumatic stress Fig2. Marhatten plot of metaensheis renuis. Sue horisontsl Fig 2. A 01 glot of the assacistion of SN with psychogenic
disorder, sexualassault trauma, and cerebrovascular disease. fine is suggasted sigrificance level, while the red ine is the nonepBegtic sainese putlgs thet wam mete-amhend.
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Methods

We have conducted a multi-site PNES GWAS meta-analysis, which is also the
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summary statistics were meta-analyzed using Metal. We used LDSC to
calculate the heritability of PNES.

Conclusions

o PNES is heritable and larger sample sizes are needed to robustly identify associated variants,
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