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> Towards a genomic evaluation of cheese-making traits including
candidate SNP in Montbéliarde cows
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Milk cheese-makong
propertes (CMP). strongly
related to milk composton
are econamecally important
BUT dfficult and costly to
measwre

From'MIR project

2015-2018

* Equations of prediction of
CMP from mud -infrared
(MIR) spectra’

* Genetic analyss of CMP
and milkk compaosibion traits
(proteans fatty acxds and
mner dsl predicted from 6
milion MIR spectra from
400.000 Montbébar de
Qs
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Objectives

1 Estmate therellabllity of
single step GBLUP
breadng values (ssEBV)4
Dy testng 4 models and 3
scenarios (dfferent SNP
sets ncludng or not
candidate vanants
detected by GWASI n a
validation populaton
Estmate genetic trends
of CMP trauts

31 Smulate dfferent

Application of genomic predic ion equations on
genotyped Montbeliarde cows (311.761) and bulls
{21171 bom between 2005 and 2018

Firmness curd (aPCC)
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Current 1otal ment index ISU imik production and campasiion
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breeding objectives
nchuding CMP trats

For 10 traitsrelated to CMEP
3 cheese welkls
5 coaguiaton trats
% casens and Can milk

Conclusions

Reliable cheese-making genomic indexes, the most reliable and less based
abtaned with

* A test-day model appbed to the first 3 lactations

* SO0KSNP « canddate vanants detected by GWAS

* Higher weghtings for candidate vanants

Indirect favorable response for CMP traits with the current breeding objective but
passibility to ncrease responses by directly ncluding CMP traits in the breading
abjective with a imited impact on other trasts

In 2021: release of Single-Step genomic evaluation of CMP predicted from MIR
spectrain Montbeliarde cows
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